How to Install SNPViewer
and Visualize Data

Milcah Kigoni (m.kigoni@cgiar.org)
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Step 1: Download SNPviewer from the link below:
https://www.lgcgroup.com/products/genotyping-software/snpviewer/

you are here. Home » Products » Genotyping software > SNPviewer
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SNPViewer

SNPviewer is a tool that enables genotyping data to be viewed as a
cluster plot (Figure 1), but that does not include data analysis or reporting
functionality. Genotyping data from a service project run at LGC is
typically sent to the customer as a SNPviewer file (in addition to a text
file). Opening genotyping service project results in SNPviewer will allow
you to view the genotyping clusters plate by plate. Genotyping calls
cannot be changed within SNPviewer; if you need to be able to edit the
calls then you will require our KlusterCaller software.
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Download SNPviewer

Your genotyping data may be visualised by downloading the SNPviewer
PC tool. This will let you graphically view the clusters that group the allele
calls. This software will present your results on a treeview by SNP and
master plate. The plates may be clicked on to view the data. Calls can not
be changed in SNPviewer. If you need to change any calling then you
need KlusterCaller.

Minimum PC specification

SNPviewer is suitable for computers that are running on Windows, 2000,

v

o
Make an enquiry

Related downloads

= SNPviewer T46KB
User manual

=L Genotyping results 830 kB

Data sheet

Download - SNPviewer

Read the SNPviewer and
result interpretation from
these guidelines

Click here to download
the SNPviewer installer



https://www.lgcgroup.com/products/genotyping-software/snpviewer/

Step 2: You will receive results in a zip file with three file. Unzip and get the .csv file similar to the one below . This is the SNPViewer input file
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1 |KBiosciences genotyping report
2 |LGC-Genomics
3 |Exportversion 1.21
4 |Customer Wheat
5 |Customer number ol
6 |Project number 0
7 |Master plate type 96
8 Order number 0
9 View mode auto / original data
10 |Viewing Please download SNPViewer to graphically view this file or to find out more about the syntax from http://results.lgcgenomics.com/software/snpviewer/
11 |Editing This file maybe graphically edited and re-called using LGC KlusterCaller software from http://results.lgcgenomics.com/software/klustercaller/
12 |Title 000 XXXC-BO1 16 plates
13 |
14 |Statistics
15 |SNP Plate Y Het X NTC Unused Missing Bad Allele Y% Allele X% X2 AlleleY  Allele X
16 'snpTAO016 17738-01_ 20 25 44 2 5 0 0 36 52 63 48 13 83T G
17 'snpTA0016 17738-02_ 0 26 66 2 2 0 0 14 13 85 87 2 49T G
18 |snpTA0016 17738-03_ 0 25 68 2 1 0 0 13 44 86 56 2 24T G
19 |snpTA0016 17738-04_ 46 0 42 2 5 0 0 52 27 47 73 88 0T G
20 [snpTA0016 17738-05_ 38 5 46 2 5 0 0 45 51 54 49 69 98T G
21 |snpTADO16 17738-06_ 1 13 76 2 3 0 0 8 33 91 67 0 27T G
22 |snpTAD016 17738-07_ 15 13 63 2 3 0 0 23 63 76 37 33 21T G -

000 - SNPviewer-012.015-01 | ® 4 4




. Open a KBioscience genotyping report X
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Load the .csv file to SNPviewer: Visualize and export genotyping results as cluster plots
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Use the guidelines here to run the to visualize the data:
https://www.lgcgroup.com/LGCGroup/media/PDFs/Products/Genotyping/Software/SNPviewer_manual.pdf?ext=.pdf



